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! Loading style 2E4A ¢r HEM
Drop here or select N it
Goodsell v structural files m

Load a previously saved project
(File extension: 3dpi)

/ Example projects

Load project Load project Load project Load project Load project

2 |}
Viral capsid. I Surface transparency 1 Car tqon and ! Surface ambient Molecule of the |
Simplified surface and cartoon nucleotides style occlusion and month style
and bfactor coloring PDB-CODE: 1GK8 PDB-CODE: 4ILM proximity coloring PDB-CODE: 6B3R

CAdd {mM®d ¢KS TAf Sa ¢oK SLING 2AS/O Ray GISINFR AO/ST TR AMIRSNIUR X |
2NJ al YLX S LINp2SOiGaod

N

Oheaphiictadr f ac e

@ KS t NBOSMEY QW IERaB R O2F/NI K $ 4 e3S y@IL A B § KS  Ab/DH[S NY D03 Gkt |
+ A S Ay I KISK A R I W RSIEKSD N ¢28 LIOG/CA UK § b A8 (S 2 Y LIZ2HSKRSH NHzG (i dzNB &
I dzNINaB NHrOHGyoRER S aRidx02L yho/ SR y{R $ S0/ 862 Y LI2ahSESA 4 dzl f h & N0 G dzRFp
KA SAKRIYIRR G y OS R asdad [SHo(ONZHD { H


https://3dproteinimaging.com/protein-imager
http://www.rcsb.org/pdb/home/home.do

! =@ @ e aaQ Protein Imager @) |Login/ [Register
o
Visual selection wrStructures a 5

Pick on screen to select | Disabled v @ e ©

|

= Structures superimposition
Structure hierarchy 2

STRUCTURE1 | RS S
Current structure

Advanced selections STRUCTURE 1
X © )
By Entity By Proximity FILE NAME: A
TITLE
By Range By Property «
Assembly
DEFAULT ~

Selections 2

XRestore default selections
+New selection
@ £ Protein str
* & Nu
< 0O Lig

& 3 Waterstr.1 23

6007

5980

/ [©] | Logistory || Sequence viewer | Viewing options | | Distances || Membrane

Model (R4 Chain Av Entity HistoneH3.2 v

:
!

CAI® {H® ¢KS t NRAISMA ye KS | YASSNdza yoi. SINFa KOS o y i SNI O A 28Si (b2t
LI wEEIKWE I K Ly R/ SofSdF ( (&KIBy St

21. The Top Bar and th
¢CKS ¢BOAITOVIYHIays (ESsKKOPOSK
a S ysiizKd3a 6 Ng/

hlLlSy GKS gAyR2g (2 f2IR ySg a0GNUHzOGdzZNB&A | yR LINR2SOGa
hLSy LIYKESESy RSNAyYy 3T 2LJiA2yaé LIySt (2 asSi G(KS REAANBR
wSlj dzS & @ ARSNIHE2NIS Odzf  NJ NBYRSNRA yRAf 2F 10 ®@SS DANNE FUi0INS ILINE
¢2L) . FND O
526yt 2FR (KS 7jNB I[NBIERISER @R FOO0SEaA0f
al yHiake3s SINNRa2 SOG a o
{ @S Lawe 25C808IHS NJ
52¢yf 2 R2 YINR OB ()@z( S NJ
WSAYAGALIEATS GKS Odz2NNByid LINR2SO0®
hLISyKS Gdzi2NALFE LI 3So
wS (i dzlKS2 YS LI 3S @

e Main Menu
Wdef S 08 LINPARAYPRAGIAESKI Y

5

DRS I ¢ AUWSH®AN Oo G

»

ST a—a-a_a_a_a_a_-a _a-a-2

{SYyR I F¥SSRol Ol
{LISOAFAO x@2) bf @S SNRIIES (GKS CdzZ t { ONBSYl yaRRr RBZ
AYONBI aSkRSONBIasS (KS F2yiG aal So



Image rendering options =

Settings in this section will influence the behavior of the final rendering process, whereby changes will not affect the online
viewer

Outlines and Ambient occlusion on transparent objects
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Disabled

Opaque
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Your new molecular renderings

Download your new HQ molecular renderings. Already downloaded molecular renderings can
be found in the Images Panel
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